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Fi q, 4: DNA sequence comparison of the wild type "gag" gene (Seq.lD2) against the 

codon-optimized "gag" gene (Seq.lD5). 
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Fig. 5 DNA sequence comparison of the wild type „env" (gp70 region from Seq.lDI ) 

against the codorv and signal optimized „env" gene (gp70; Seq.lD8). 
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Fig. 6 DNA sequence comparison of the wild type „env" gene (Seq.lDI ) against the codorv 
and signal optimized „env" gene (gp85) (Seq.lD7). 

ATGGAAAGTCCAACGCACCCAAAACCCTCTAAAGATAAGACTCTCTCGTGGAACTTAGCG 
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Fig. 7 Protein sequence comparison of the wild type "gag" protein (Seq.lD4) 

against the protein sequence of the codorvoptimized "gag" protein (Seq.lD6). 
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Fia 8 Protein sequence comparison of the wild type „env" protein (Seq.lD3) against 

the protein sequence of the codon- and signal optimized „env" protein (gp70) 
(Seq.lDIO). 
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Fig. 9 Protein sequence comparison of the wild type „env" protein (Seq.lD3) against 

the protein sequence of the codon- and signal optimized „env" protein (gp85) 
(Seq.lD9). 
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